67
(n=48,804) and those transcripts passing quality control of Dimas et al. (2009) (n=22,651) .
Supplementary Table 1 76
A list of genes with the highest ( ) and lowest ( ) two percent , corresponding to genes with > 0.62 and < -0.56, respectively. p-values for estimates are also 77 provided along with r p _within and r p _between denoting the mean within MZ and between MZ (see Figure 1 ) correlations. We also provide phenotypic correlations 78 between the three pair-wise combinations of tissues for genes also present in the Dimas et al (2009) 
